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<400> 1 

gtttccagca gcagtaccac caccaccacg atcaaccgca tattcagttt ggagcacatt 60 
gccaatttca agatgttgac aaagttgcgt ctatggcact accacctcta ctgggaggat 12 0 
gtgtaccctg tattgatcgt ggaggatgtc gagctccaca actgcacgtg ggagtttccg 180 
ttcacgctat cgcaattcaa ttacaactcc aacatcaggc gacttgtggt gtcgtatgct 240 
gaaggcaacg cgtttgcggt gtctgaacgg tacagagagt ttttgcaata tggaaacgga 3 00 
gaagactttt caagtttgga ggagcttacg gtcactgtgg cgagagggag tctcaacagc 3 60 
agcgtgatgt cacggttcat gaacactggc aacttcccga gactaagagc attgcgggtt 420 
cttgcaaggg aaggcgcata caacctatcg cattggtttg gaaagttgcc gacaaaacag 480 
tacgttgcgg gtactagaca tgcaggtgga ttacgaagct cgtgaccggg agagagcatt 54 0 
gaaggaggcc aatagatact ttccattcct tgatgtgaag atacatagac cataaaagca 600 
caaggctgcg aaatatatac gcgtatagac tctactaata aacatccaaa ccagagtgaa 660 
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aaaaaaaaat acaacacaaa ccagaaaaaa aacaaacgaa ccacttacaa gacccatctc 72 0 
taccacaaca ccaatgtact gggtgctact ccttttcgtg tcgatatgca tggccaacac 780 
ggagacatgc ttggtacggg tgcccgagta ctacaatatt gtaccgcacc cgtcacccat 84 0 
atccagggat gccaggttca gtcgcgagct ccatcgtctc aacaccaccc acacagtact 900 
actagactac cccattggat ctatcgacga ccaggatatg tccaacataa tcacagtcac 960 
atacgatacc gttgcgcaac cacgatcaac actactagtg cgcgtgaaca actacggaga 102 0 
caatacgttt acgaacggcg acatgctcaa cattaagcta tgctggccgg ccaccatgcc 1080 
gtacgacttt agcattgacc atgtgtatat gcacagcaac gagttggttg agagtgtgga 114 0 
ggatgagttt gatttgtatg tggcggtcac ctacgagttc catgccttta gttatgacaa 1200 
tgggaggttt ttgcaagaag aaacggcatt gtccttccaa ttgtacgtga acaaattgcc 1260 
cagtagattc ttacccattc cattggagtt gtacgaaaca atcgtgtatt tagtagatat 1320 
cacaatattc attgtctgga acatcttgcc atatttggtt aagggtgtat tagaagccgt 13 80 
ggggcagtag tgttgcgtta tattttaagg aaaataaaca aatgatttta tcaagtcgat 1440 
tagccttata acattagctg atatgtttgt tggtctatag gttttaatga tattgttaga 1500 
tttaaggttt gctttgtagc tggcaaagtt tagatgccaa ttcgttgggg tcgtgttcac 1560 
taccaatact gcagtaaaaa cgagtttgac tctttgtata atatttagct cattcgcaga 1620 
tcaaataatt cgttcttttc taggtgccac actagcaaaa ggttatggtt aaagaaggac 1680 
acggtgcatt tcctgttcct aaagccaatg acataccgcc tcctgcaaat ataaagaaga 1740 
tcggggcctt gaaacgtttt tcagatgaag cttatgcgaa gtctttgctc tatgatgcag 1800 
caagattagt tgcaccaata atacacgagc agaagttcaa agttggaaaa ttatatgaaa 1860 
tgtatcctga taaggcggaa ctatggggcc taaatgtcaa tcacggacaa aagatatacc 1920 
taaggttaag agaacatcac aatgataaac tgtttctccc catgggtgat atagtaggga 1980 
ccttacttca tgaattaaca cacaatttgt atagtgctca cgatagtaag ttctacaagt 2 040 
ttttggacaa actaaagtcg agatacgacg acatacattg taggggagcc aaaacaaaat 2100 
atttatgcga ggaaaacaag gttggtagag gtgtattatt atccggaagt ttagtatctg 2160 
tcagagagca aaggctcaag gaattaagca aaccaaagtt tgcgaatgaa agcaaagttt 2220 
taggactgaa ttcaaaaatt aataaaccta tcggtggctc gccaagggat cttagacagg 2280 
caattctaga ggcggcagag cgtcggttga gagattcaaa atggtgtcat agtgaaaatg 2 34 0 
cagaaaccga aagtgttccc aaagaggacg agtacgacac aactcaggtg gagcttatcg 2400 
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gtcctacaga aggtaaacca gttggaacat ttgctaatga tatcattgat ttaacatcgg 2460 

acactgaaga aactccaatt caacctgata acccgaaacg ccgcatactc cacgagataa 2520 

ttgatttaac ttcagataca gaagacatag agccaacatc accagaggta atatgtatag 2580 

attaagttaa atataaaggc aaatatattg ccaatgtaat actcttttaa cagtgttgtt 2640 

ctcgtgcaag gattaagcac cgaaaaaaaa tatgtggatg cgttgttatt agttttactc 2700 

tttgcttttt ctgaaaagaa acattaacgt gttctactag tttgtcacac tacgacacaa 2760 

gtccttgaa atg tea ttt gca agg tat ate tac tac ace att gcg gtt get 2811 
Met Ser Phe Ala Arg Tyr He Tyr Tyr Thr He Ala Val Ala 
15 10 



gtt tta tta aat ttt gtc aaa get act gaa aat aac aat ttt aaa ctt 
Val Leu Leu Asn Phe Val Lys Ala Thr Glu Asn Asn Asn Phe Lys Leu 
15 20 25 30 

gaa gtt gaa gcg tea tgg age aat att gat ttc ctt cct age ttt ata 
Glu Val Glu Ala Ser Trp Ser Asn He Asp Phe Leu Pro Ser Phe He 
35 40 45 

gag gee ate gtt ggc ttc aat gac tct ttg tac gaa cag aca att gaa 
Glu Ala He Val Gly Phe Asn Asp Ser Leu Tyr Glu Gin Thr He Glu 
50 55 60 

aca att ttt ggt tta gga gac act gaa gtg gaa tta gaa gat gat get 
Thr He Phe Gly Leu Gly Asp Thr Glu Val Glu Leu Glu Asp Asp Ala 
65 70 75 

tea gat caa gaa ata tat tct ace gtg ate aac tea tta ggg tta aca 
Ser Asp Gin Glu He Tyr Ser Thr Val He Asn Ser Leu Gly Leu Thr 
80 85 90 

gat caa gat ttg gat ttt att aat ttt gat tta ace aac aaa aaa cat 
Asp Gin Asp Leu Asp Phe He Asn Phe Asp Leu Thr Asn Lys Lys His 
95 ' 100 105 HO 

aca cca aga ate gca gee cat tac gat cac tat tct gat gtt eta act 
Thr Pro Arg He Ala Ala His Tyr Asp His Tyr Ser Asp Val Leu Thr 
115 120 125 



2859 



2907 



2955 



3003 



3051 



3099 



3147 



aag ttt ggc gat cga etc aaa agt gaa tgt gca aaa gac tct ttt ggg 3195 

Lys Phe Gly Asp Arg Leu Lys Ser Glu Cys Ala Lys Asp Ser Phe Gly 
130 135 140 

aat gca gtg gaa acg aaa aat ggt caa att caa acg tgg tta eta tat 3243 

Asn Ala Val Glu Thr Lys Asn Gly Gin He Gin Thr Trp Leu Leu Tyr 
145 150 155 



aac gat aag ata tat tgt teg get aat gat ttg ttt gca tta cga act 
Asn Asp Lys He Tyr Cys Ser Ala Asn Asp Leu Phe Ala Leu Arg Thr 
160 165 170 



3291 
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3339 



3387 



3435 



3483 



3531 



3579 



gat ttg agt tct cat tct aca ctt tta ttt gat agg att att gga aaa 
Asp Leu Ser Ser His Ser Thr Leu Leu Phe Asp Arg lie He Gly Lys 
175 180 185 190 

tea aaa gat gca cct ttg gtg att tta tat gga age ccg act gag gaa 
Ser Lys Asp Ala Pro Leu Val He Leu Tyr Gly Ser Pro Thr Glu Glu 
195 200 205 

ctg act aaa gat ttt ctt aaa ata ttg tat cca gat gca aag get gga 
Leu Thr Lys Asp Phe Leu Lys lie Leu Tyr Pro Asp Ala Lys Ala Gly 
210 215 220 

aaa tta aag ttt gta tgg agg tac att cca ctg gga ate aaa aaa ctg 
Lys Leu Lys Phe Val Trp Arg Tyr He Pro Leu Gly He Lys Lys Leu 
225 230 235 

gac tea att tct gga tac ggt gta tea ttg aaa atg gaa aag tat gat 
Asp Ser He Ser Gly Tyr Gly Val Ser Leu Lys Met Glu Lys Tyr Asp 
240 245 250 

tat tct ggt gca gaa gga aat cca aag tat gat ttg agt cga gat ttc 
Tyr Ser Gly Ala Glu Gly Asn Pro Lys Tyr Asp Leu Ser Arg Asp Phe 
255 1 260 265 270 

ace aga att aat gac teg caa gag ttg gtc ctg gtc aat gaa aaa cat 3627 
Thr Arg He Asn Asp Ser Gin Glu Leu Val Leu Val Asn Glu Lys His 
275 280 285 

teg tat gaa ctt ggt gtt aaa ttg act tea ttc ata tta tec aat cgt 3675 
Ser Tyr Glu Leu Gly Val Lys Leu Thr Ser Phe He Leu Ser Asn Arg 
290 295 300 

tac aag agt act aaa tat gac ctt tta gat acg att tta acc aac ttt 3723 
Tyr Lys Ser Thr Lys Tyr Asp Leu Leu Asp Thr He Leu Thr Asn Phe 
305 310 315 

ccc aag ttt att cct tac att gca cga tta cca aaa tta eta aat cat 
Pro Lys Phe He Pro Tyr He Ala Arg Leu Pro Lys Leu Leu Asn His 
320 325 330 

gaa aaa gtt aaa tec aaa gtg ctt gga aat gaa gat ata ggg eta tct 3819 
Glu Lys Val Lys Ser Lys Val Leu Gly Asn Glu Asp He Gly Leu Ser 
335 340 345 350 

caa gac tec tac gga ata tat ate aac ggt tec cca ata aat cca eta 3867 
Gin Asp Ser Tyr Gly He Tyr He Asn Gly Ser Pro He Asn Pro Leu 
355 360 365 

gag tta gat att tac aat eta ggt acc agg ata aag gag gaa tta cag 3915 
Glu Leu Asp He Tyr Asn Leu Gly Thr Arg He Lys Glu Glu Leu Gin 
370 375 380 



3771 



act gtg aaa gat tta gtg aaa ctt gga ttt gat acc gta caa gca aag 
Thr Val Lys Asp Leu Val Lys Leu Gly Phe Asp Thr Val Gin Ala Lys 
385 390 395 



3963 
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4203 



etc ttg ata gca aaa ttt get tta ctt tea get gtt aaa caa aca caa 4011 
Leu Leu lie Ala Lys Phe Ala Leu Leu Ser Ala Val Lys Gin Thr Gin 
400 405 410 

ttt cga aat ggg aat aca tta atg ggt aac aat gaa aat aga ttt aaa 4059 
Phe Arg Asn Gly Asn Thr Leu Met Gly Asn Asn Glu Asn Arg Phe Lys 
415 420 425 430 

gtg tat gaa aat gaa ttt aag aag ggt agt tea gaa aag ggt ggg gtc 4107 
Val Tyr Glu Asn Glu Phe Lys Lys Gly Ser Ser Glu Lys Gly Gly Val 
435 440 445 

ttg ttt ttc aat aac att gaa tta gac aac aca ttc aag gag tac ace 4155 
Leu Phe Phe Asn Asn lie Glu Leu Asp Asn Thr Phe Lys Glu Tyr Thr 
450 455 460 

act gat cgt gag gag gca tat tta gga gtt ggt tct cat aaa ctt aag 
Thr Asp Arg Glu Glu Ala Tyr Leu Gly Val Gly Ser His Lys Leu Lys 
465 470 475 

cca aat caa att ccg tta ttg aaa gag aac ate cat gat tta att ttc 4251 
Pro Asn Gin lie Pro Leu Leu Lys Glu Asn lie His Asp Leu lie Phe 
480 485 490 

gca tta aat ttt ggg aac aaa aac caa ttg egg gtg ttt ttc act tta 4299 
Ala Leu Asn Phe Gly Asn Lys Asn Gin Leu Arg Val Phe Phe Thr Leu 
495 500 505 510 

tct aag gtg att ttg gac tec ggt ata cct caa caa gtt gga gtt ttg 4347 
Ser Lys Val lie Leu Asp Ser Gly lie Pro Gin Gin Val Gly Val Leu 
515 520 525 

ccc gtt ata gga gat gac cca atg gat ctg tta etc get gag aaa ttt 4395 
Pro Val lie Gly Asp Asp Pro Met Asp Leu Leu Leu Ala Glu Lys Phe 
530 535 540 

tat tgg att get gag aaa tea age aca caa gag gca tta gca ata ttg 4443 
Tyr Trp lie Ala Glu Lys Ser Ser Thr Gin Glu Ala Leu Ala lie Leu 
545 550 555 

tat aaa tat ttt gaa tea aac agt cca gat gaa gtt gat gac tta tta 4491 
Tyr Lys Tyr Phe Glu Ser Asn Ser Pro Asp Glu Val Asp Asp Leu Leu 
560 565 570 

gat aaa gtg gaa gta ccc gaa gat tat aaa gtg gat tat aat cat gtg 453 9 
Asp Lys Val Glu Val Pro Glu Asp Tyr Lys Val Asp Tyr Asn His Val 
575 580 585 590 

tta aac aag ttt tct ata tea act get teg gtc att ttc aat ggg gtt 4587 
Leu Asn Lys Phe Ser lie Ser Thr Ala Ser Val lie Phe Asn Gly Val 
595 600 605 

att tac gat tta aga gca cca aac tgg cag att gca atg agt aaa caa 4635 
lie Tyr Asp Leu Arg Ala Pro Asn Trp Gin lie Ala Met Ser Lys Gin 
610 615 620 



-5- 



4683 



ata tec cag gac att tea ctt att aaa act ttc ttg aga cag gga cca 

lie Ser Gin Asp lie Ser Leu lie Lys Thr Phe Leu Arg Gin Gly Pro 
625 630 635 

ata gag ggt aga ttg aaa gat gtt ctt tac tct aat gca aaa tea gaa 4731 

lie Glu Gly Arg Leu Lys Asp Val Leu Tyr Ser Asn Ala Lys Ser Glu 



640 645 650 

cgc aat tta cgt ata att cca tta gaa cct agt gac att att tac aag 

Arg Asn Leu Arg lie lie Pro Leu Glu Pro Ser Asp lie lie Tyr Lys 

655 660 665 670 

aaa ate gac aag gaa tta ata aac aat tea att gca ttc aag aag eta 

Lys lie Asp Lys Glu Leu lie Asn Asn Ser lie Ala Phe Lys Lys Leu 

675 680 685 

gat aaa gcg cag ggt gtg tct gga aca ttt tgg eta gtg teg gat ttt 4875 

Asp Lys Ala Gin Gly Val Ser Gly Thr Phe Trp Leu Val Ser Asp Phe 
690 695 700 



acc aag tea gca ata att act caa ttg ata gat ttg tta ttg ctt etc 
Thr Lys Ser Ala lie lie Thr Gin Leu lie Asp Leu Leu Leu Leu Leu 
705 710 715 



4779 



4827 



4923 



aaa aag aaa gca att cag ata aga att att aat act ggg gat aca gat 4971 
Lys Lys Lys Ala lie Gin lie Arg He He Asn Thr Gly Asp Thr Asp 
720 725 730 

gtt ttt gga aaa ttg aaa aca aag ttt aaa tta acc gec tta aca aat 
Val Phe Gly Lys Leu Lys Thr Lys Phe Lys Leu Thr Ala Leu Thr Asn 
735 " 740 745 750 

gga caa att gat gaa att att gag att ttg aaa aaa tec aac get tea 
Gly Gin He Asp Glu He He Glu He Leu Lys Lys Ser Asn Ala Ser 
755 760 765 

agt gca aat aat gat gaa ttg aaa aaa atg ctt gag act aag caa tta 
Ser Ala Asn Asn Asp Glu Leu Lys Lys Met Leu Glu Thr Lys Gin Leu 
770 775 780 

cct get cat cac tct ttt ttg eta ttc aac tct aga tat ttt aga ttg 
Pro Ala His His Ser Phe Leu Leu Phe Asn Ser Arg Tyr Phe Arg Leu 
785 790 795 

gat gga aat ttt gga tac gag gaa ttg gat caa att ata gag ttt gaa 
Asp Gly Asn Phe Gly Tyr Glu Glu Leu Asp Gin He He Glu Phe Glu 
800 805 810 

gta tct caa aga ttg aac tta ate ccg gac ate atg gag gca tat ccg 
Val Ser Gin Arg Leu Asn Leu He Pro Asp He Met Glu Ala Tyr Pro 
815 820 825 830 

gat gag ttt agg teg aag aag gta agt gat ttt aat ctg gtt ttg tct 5307 
Asp Glu Phe Arg Ser Lys Lys Val Ser Asp Phe Asn Leu Val Leu Ser 
835 840 845 



5019 



5067 



5115 



5163 



5211 



5259 
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gga tta gac aat atg gac tgg ttt gat ttg gtg act tec ata gtg aca 5355 
Gly Leu Asp Asn Met Asp Trp Phe Asp Leu Val Thr Ser lie Val Thr 
850 855 860 



aaa tea ttc cat gtc gac gaa aaa agg ttt att gtt gat gtt aac agg 
Lys Ser Phe His Val Asp Glu Lys Arg Phe He Val Asp Val Asn Arg 
865 870 875 



aaa gaa gag ate aaa att cac aag ttt tat cgt ggt gtg tat cct caa 
Lys Glu Glu He Lys He His Lys Phe Tyr Arg Gly Val Tyr Pro Gin 
945 950 955 



get caa ttt gaa agt att cca tec aat gtg ace tat tct act gaa tta 
Ala Gin Phe Glu Ser He Pro Ser Asn Val Thr Tyr Ser Thr Glu Leu 



975 



980 985 990 



tta aac aca ate aat ttc age gaa age cac tct gtt gat gca aaa tac 
Leu Asn Thr He Asn Phe Ser Glu Ser His Ser Val Asp Ala Lys Tyr 
1010 1015 1020 

tct eta aaa aat ata tta att gaa gga tat get aga gat att cat act 
Ser Leu Lys Asn He Leu He Glu Gly Tyr Ala Arg Asp He His Thr 
1025 1030 1035 



1040 1045 1050 



tea act gat act ttg gtg atg act tec ttg gac tat ttt caa ate aaa 
Ser Thr Asp Thr Leu Val Met Thr Ser Leu Asp Tyr Phe Gin He Lys 
1055 1060 1065 1070 



5403 



ttt gat ttt age tea ttg gat ttt tea aac teg att gat gta acg act 5451 
Phe Asp Phe Ser Ser Leu Asp Phe Ser Asn Ser He Asp Val Thr Thr 
880 885 890 

tat gaa gaa aat agt cca gtt gat gta tta ata att ttg aac cct atg 5499 
Tyr Glu Glu Asn Ser Pro Val Asp Val Leu He He Leu Asn Pro Met 
895 900 905 910 

gat gaa tat tct caa aaa ttg ata age ctt gtt aat age att aca gat 
Asp Glu Tyr Ser Gin Lys Leu He Ser Leu Val Asn Ser He Thr Asp 
915 920 925 

ttt ctg ttc ttg aac att aga ate tta eta caa cca aga gtg gat ctg 5595 
Phe Leu Phe Leu Asn He Arg He Leu Leu Gin Pro Arg Val Asp Leu 
930 935 940 



5547 



5643 



ccg act ccc aaa ttt gat tec aat ggc aag tgg ate caa cat tat tea 5691 
Pro Thr Pro Lys Phe Asp Ser Asn Gly Lys Trp He Gin His Tyr Ser 
960 965 970 



5739 



gat gtt cca cat aag tgg ata gtt gtt cct caa ctg agt teg atg gat 5787 
Asp Val Pro His Lys Trp He Val Val Pro Gin Leu Ser Ser Met Asp 
995 1000 1005 



5835 



5883 



ggg aag gee cct gat ggt tta ate ttt aga gee ttt aat aaa aat tac 5931 
Gly Lys Ala Pro Asp Gly Leu He Phe Arg Ala Phe Asn Lys Asn Tyr 



5979 
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gcg tat cct agt att ttc aac ttt agt acg acc tea aat gac aca tta 
Ala Tyr Pro Ser lie Phe Asn Phe Ser Thr Thr Ser Asn Asp Thr Leu 
1075 1080 1085 

ttg tct gca teg gaa aac aaa tat cag get aat acc gag gaa ttg gag 
Leu Ser Ala Ser Glu Asn Lys Tyr Gin Ala Asn Thr Glu Glu Leu Glu 
1090 1095 1100 

age att gag gtg cca gtt ttt aaa att gat gga teg acc ata tat cca 
Ser He Glu Val Pro Val Phe Lys lie Asp Gly Ser Thr He Tyr Pro 
1105 1110 1H5 

agg gta atg aaa tct ggc aac aat aag cca atg ctg acg aga aaa cat 
Arg Val Met Lys Ser Gly Asn Asn Lys Pro Met Leu Thr Arg Lys His 
1120 H25 H30 

gca gat ata aat att ttt aca att get agt ggc caa ctt tat gaa aag 
Ala Asp He Asn He Phe Thr He Ala Ser Gly Gin Leu Tyr Glu Lys 
1135 1140 H45 H50 



caa gat etc aac aag att ata ttc att gac gee gat caa ata tgt agg 
Gin Asp Leu Asn Lys He He Phe He Asp Ala Asp Gin He Cys Arg 
1235 1240 1245 



6027 



6075 



6123 



6171 



6219 



tta act age att atg att gcg tea gta aga aaa cat aac cct age ctg 6267 
Leu Thr Ser He Met He Ala Ser Val Arg Lys His Asn Pro Ser Leu 
1155 1160 1165 

aca ata aaa ttc tgg att ttg gaa gat ttt gtg acc cca caa ttc aaa 6315 
Thr He Lys Phe Trp He Leu Glu Asp Phe Val Thr Pro Gin Phe Lys 
1170 1175 H80 

cac ttg gta gag ctt ate tea ata aag tat aat gtc gaa tat gag ttt 6363 
His Leu Val Glu Leu He Ser He Lys Tyr Asn Val Glu Tyr Glu Phe 
1185 H90 H95 

att agt tac aaa tgg ccc aat ttc ttg aga aaa cag aaa acc aaa gaa 6411 
He Ser Tyr Lys Trp Pro Asn Phe Leu Arg Lys Gin Lys Thr Lys Glu 
1200 1205 1210 

aga atg att tgg ggg tat aag att ttg ttt ttg gac gtt ttg ttc cca 6459 
Arg Met He Trp Gly Tyr Lys He Leu Phe Leu Asp Val Leu Phe Pro 
1215 1220 1225 1230 



6507 



gca gat ttg aca gaa ttg gtt aac atg gat ctt gaa ggt get cca tat 6555 

Ala Asp Leu Thr Glu Leu Val Asn Met Asp Leu Glu Gly Ala Pro Tyr 
1250 1255 1260 

gga ttt act cca atg tgt gat tct egg gaa gaa atg gaa ggt ttc aga 6603 

Gly Phe Thr Pro Met Cys Asp Ser Arg Glu Glu Met Glu Gly Phe Arg 
1265 1270 1275 

ttt tgg aaa gaa gga tac tgg tec gat gtt ttg aag gat gat ttg aaa 6651 

Phe Trp Lys Glu Gly Tyr Trp Ser Asp Val Leu Lys Asp Asp Leu Lys 
1280 1285 1290 
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tat cat att agt gca tta ttt gtt gtt gat ttg caa aag ttc aga tct 
Tyr His lie Ser Ala Leu Phe Val Val Asp Leu Gin Lys Phe Arg Ser 
1295 1300 1305 1310 

ata aaa get gga gac aga ttg aga gca cac tat caa aag ctt tct agt 
lie Lys Ala Gly Asp Arg Leu Arg Ala His Tyr Gin Lys Leu Ser Ser 
1315 1320 1325 

gat cca aat teg ttg age aat tta gat caa gat ttg ccc aat aat atg 
Asp Pro Asn Ser Leu Ser Asn Leu Asp Gin Asp Leu Pro Asn Asn Met 
1330 1335 1340 

caa aga ctg ata aaa att ttc agt ttg cct caa aat tgg etc tgg tgt 
Gin Arg Leu lie Lys lie Phe Ser Leu Pro Gin Asn Trp Leu Trp Cys 
1345 1350 1355 



gta tea tta gta cag aat aat ace gee aaa gaa gtt gtt caa gag ata 
Val Ser Leu Val Gin Asn Asn Thr Ala Lys Glu Val Val Gin Glu lie 
1410 1415 1420 

gaa att gat aca gac gga gaa caa gaa gaa caa aaa caa gaa agt aat 
Glu lie Asp Thr Asp Gly Glu Gin Glu Glu Gin Lys Gin Glu Ser Asn 
1425 1430 1435 



6699 



6747 



6795 



6843 



gaa acg tgg tgc tea gat aaa age ttg gaa gat gca aaa atg att gat 6891 
Glu Thr Trp Cys Ser Asp Lys Ser Leu Glu Asp Ala Lys Met lie Asp 
1360 1365 1370 

ctt tgc aac aat cca tta act aga gaa aat aaa tta gat get get aag 6939 
Leu Cys Asn Asn Pro Leu Thr Arg Glu Asn Lys Leu Asp Ala Ala Lys 
1375 1380 1385 1390 

aga ttg ate cca gaa tgg att gaa tac gag caa gaa att gaa cca ttg 6987 
Arg Leu lie Pro Glu Trp lie Glu Tyr Glu Gin Glu lie Glu Pro Leu 
1395 1400 1405 



7035 



7083 



gat gat gat ttt att cac gat gaa ttg taattgtcaa agtcacatgg 7130 
Asp Asp Asp Phe lie His Asp Glu Leu 
1440 1445 



aataaatagt 


gagaactcct 


gaaaeggcat 


taaatacgea 


cgttgggtag 


agataataca 


7190 


aatatagata 


aatagataga 


gagaaaaaaa 


tgttggattt 


ttttcagact 


tctcttcctc 


7250 


ctgggcgcct 


ccggtttaac 


tataattttt 


taagattaca 


caaaattcaa 


gtacacgcac 


7310 


tttctaatta 


ttttattgaa 


gagtcataat 


cagtaatgaa 


tttttttttt 


ttttgatttt 


7370 


cgattctcga 


tttccgattt 


ectegttgat 


tggtataatc 


taaacgaaca 


aacaggtata 


7430 


aacctttgta 


gttagttttt 


tttttttctt 


tctttctttc 


ttgtactttt 


tcttaattgt 


7490 


cttttctttt 


tttcactttt 


cttaaacttg 


ttatatcatt 


gecttaagae 


tattgaatca 


7550 


gttcagtt 












7558 



<210> 2 
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<211> 1447 
<212> PRT 

<213> Candida albicans 
<400> 2 

Met Ser Phe Ala Arg Tyr He Tyr Tyr Thr He Ala Val Ala Val Leu 
1 5 10 15 

Leu Asn Phe Val Lys Ala Thr Glu Asn Asn Asn Phe Lys Leu Glu Val 
20 25 30 

Glu Ala Ser Trp Ser Asn lie Asp Phe Leu Pro Ser Phe lie Glu Ala 
35 40 45 

He Val Gly Phe Asn Asp Ser Leu Tyr Glu Gin Thr lie Glu Thr He 
50 55 60 

Phe Gly Leu Gly Asp Thr Glu Val Glu Leu Glu Asp Asp Ala Ser Asp 
65 ' ' 70 75 80 

Gin Glu He Tyr Ser Thr Val He Asn Ser Leu Gly Leu Thr Asp Gin 
85 90 95 

Asp Leu Asp Phe He Asn Phe Asp Leu Thr Asn Lys Lys His Thr Pro 
100 105 HO 

Arg He Ala Ala His Tyr Asp His Tyr Ser Asp Val Leu Thr Lys Phe 
115 120 125 

Gly Asp Arg Leu Lys Ser Glu Cys Ala Lys Asp Ser Phe Gly Asn Ala 
130 135 140 

Val Glu Thr Lys Asn Gly Gin He Gin Thr Trp Leu Leu Tyr Asn Asp 
145 150 155 160 

Lys He Tyr Cys Ser Ala Asn Asp Leu Phe Ala Leu Arg Thr Asp Leu 
165 170 175 

Ser Ser His Ser Thr Leu Leu Phe Asp Arg He He Gly Lys Ser Lys 
180 185 190 

Asp Ala Pro Leu Val He Leu Tyr Gly Ser Pro Thr Glu Glu Leu Thr 
195 200 205 

Lys Asp Phe Leu Lys He Leu Tyr Pro Asp Ala Lys Ala Gly Lys Leu 
210 215 220 

Lys Phe Val Trp Arg Tyr He Pro Leu Gly He Lys Lys Leu Asp Ser 
225 230 235 240 

He Ser Gly Tyr Gly Val Ser Leu Lys Met Glu Lys Tyr Asp Tyr Ser 
245 250 255 

Gly Ala Glu Gly Asn Pro Lys Tyr Asp Leu Ser Arg Asp Phe Thr Arg 
260 265 270 

He Asn Asp Ser Gin Glu Leu Val Leu Val Asn Glu Lys His Ser Tyr 
275 280 285 
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Glu Leu Gly Val Lys Leu Thr Ser Phe lie Leu Ser Asn Arg Tyr Lys 
290 295 300 

Ser Thr Lys Tyr Asp Leu Leu Asp Thr He Leu Thr Asn Phe Pro Lys 
305 * 310 315 320 

Phe He Pro Tyr He Ala Arg Leu Pro Lys Leu Leu Asn His Glu Lys 
325 330 335 

Val Lys Ser Lys Val Leu Gly Asn Glu Asp He Gly Leu Ser Gin Asp 
340 345 350 

Ser Tyr Gly He Tyr He Asn Gly Ser Pro He Asn Pro Leu Glu Leu 
355 360 365 

Asp He Tyr Asn Leu Gly Thr Arg He Lys Glu Glu Leu Gin Thr Val 
370 375 380 

Lys Asp Leu Val Lys Leu Gly Phe Asp Thr Val Gin Ala Lys Leu Leu 
385 390 395 400 

He Ala Lys Phe Ala Leu Leu Ser Ala Val Lys Gin Thr Gin Phe Arg 
405 410 415 

Asn Gly Asn Thr Leu Met Gly Asn Asn Glu Asn Arg Phe Lys Val Tyr 
420 425 430 

Glu Asn Glu Phe Lys Lys Gly Ser Ser Glu Lys Gly Gly Val Leu Phe 
435 440 445 

Phe Asn Asn He Glu Leu Asp Asn Thr Phe Lys Glu Tyr Thr Thr Asp 
450 455 460 

Arg Glu Glu Ala Tyr Leu Gly Val Gly Ser His Lys Leu Lys Pro Asn 
465 470 475 480 

Gin He Pro Leu Leu Lys Glu Asn He His Asp Leu He Phe Ala Leu 
485 490 495 

Asn Phe Gly Asn Lys Asn Gin Leu Arg Val Phe Phe Thr Leu Ser Lys 
500 505 510 

Val He Leu Asp Ser Gly He Pro Gin Gin Val Gly Val Leu Pro Val 
515 520 525 

He Gly Asp Asp Pro Met Asp Leu Leu Leu Ala Glu Lys Phe Tyr Trp 
530 535 540 

He Ala Glu Lys Ser Ser Thr Gin Glu Ala Leu Ala He Leu Tyr Lys 
545 ' 550 555 560 

Tyr Phe Glu Ser Asn Ser Pro Asp Glu Val Asp Asp Leu Leu Asp Lys 
565 570 575 

Val Glu Val Pro Glu Asp Tyr Lys Val Asp Tyr Asn His Val Leu Asn 
580 585 590 



-11- 



Lys Phe Ser He Ser Thr Ala Ser Val He Phe Asn Gly Val He Tyr 
595 600 605 

Asp Leu Arg Ala Pro Asn Trp Gin He Ala Met Ser Lys Gin He Ser 
610 615 620 

Gin Asp He Ser Leu He Lys Thr Phe Leu Arg Gin Gly Pro He Glu 
625 630 635 640 

Gly Arg Leu Lys Asp Val Leu Tyr Ser Asn Ala Lys Ser Glu Arg Asn 
645 650 655 

Leu Arg He He Pro Leu Glu Pro Ser Asp He He Tyr Lys Lys He 
660 665 670 

Asp Lys Glu Leu He Asn Asn Ser He Ala Phe Lys Lys Leu Asp Lys 
675 680 685 

Ala Gin Gly Val Ser Gly Thr Phe Trp Leu Val Ser Asp Phe Thr Lys 
690 695 700 

Ser Ala He He Thr Gin Leu He Asp Leu Leu Leu Leu Leu Lys Lys 
705 710 715 720 

Lys Ala He Gin He Arg He He Asn Thr Gly Asp Thr Asp Val Phe 
725 730 735 

Gly Lys Leu Lys Thr Lys Phe Lys Leu Thr Ala Leu Thr Asn Gly Gin 
740 745 750 

He Asp Glu He He Glu He Leu Lys Lys Ser Asn Ala Ser Ser Ala 
755 760 765 

Asn Asn Asp Glu Leu Lys Lys Met Leu Glu Thr Lys Gin Leu Pro Ala 
770 775 780 

His His Ser Phe Leu Leu Phe Asn Ser Arg Tyr Phe Arg Leu Asp Gly 
785 790 795 800 

Asn Phe Gly Tyr Glu Glu Leu Asp Gin He He Glu Phe Glu Val Ser 
805 810 815 

Gin Arg Leu Asn Leu He Pro Asp He Met Glu Ala Tyr Pro Asp Glu 
820 825 830 

Phe Arg Ser Lys Lys Val Ser Asp Phe Asn Leu Val Leu Ser Gly Leu 
835 840 845 

Asp Asn Met Asp Trp Phe Asp Leu Val Thr Ser He Val Thr Lys Ser 
850 855 860 

Phe His Val Asp Glu Lys Arg Phe He Val Asp Val Asn Arg Phe Asp 
865 870 875 880 

Phe Ser Ser Leu Asp Phe Ser Asn Ser He Asp Val Thr Thr Tyr Glu 
885 890 895 
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Glu Asn Ser Pro Val Asp Val Leu lie lie Leu Asn Pro Met Asp Glu 
900 905 910 

Tyr Ser Gin Lys Leu lie Ser Leu Val Asn Ser lie Thr Asp Phe Leu 
915 920 925 

Phe Leu Asn lie Arg lie Leu Leu Gin Pro Arg Val Asp Leu Lys Glu 
930 935 940 

Glu He Lys He His Lys Phe Tyr Arg Gly Val Tyr Pro Gin Pro Thr 
945 950 955 960 

Pro Lys Phe Asp Ser Asn Gly Lys Trp He Gin His Tyr Ser Ala Gin 
965 970 975 

Phe Glu Ser He Pro Ser Asn Val Thr Tyr Ser Thr Glu Leu Asp Val 
980 985 990 

Pro His Lys Trp He Val Val Pro Gin Leu Ser Ser Met Asp Leu Asn 
995 1000 1005 

Thr He Asn Phe Ser Glu Ser His Ser Val Asp Ala Lys Tyr Ser Leu 
1010 1015 1020 

Lys Asn He Leu He Glu Gly Tyr Ala Arg Asp He His Thr Gly Lys 
1025 1030 1035 1040 

Ala Pro Asp Gly Leu He Phe Arg Ala Phe Asn Lys Asn Tyr Ser Thr 
1045 1050 1055 

Asp Thr Leu Val Met Thr Ser Leu Asp Tyr Phe Gin He Lys Ala Tyr 
1060 1065 1070 

Pro Ser He Phe Asn Phe Ser Thr Thr Ser Asn Asp Thr Leu Leu Ser 
1075 1080 1085 

Ala Ser Glu Asn Lys Tyr Gin Ala Asn Thr Glu Glu Leu Glu Ser He 
1090 1095 HOO 

Glu Val Pro Val Phe Lys He Asp Gly Ser Thr He Tyr Pro Arg Val 
1105 H10 1H5 H20 

Met Lys Ser Gly Asn Asn Lys Pro Met Leu Thr Arg Lys His Ala Asp 
1125 H30 H35 

He Asn He Phe Thr He Ala Ser Gly Gin Leu Tyr Glu Lys Leu Thr 
1140 H45 H50 

Ser He Met He Ala Ser Val Arg Lys His Asn Pro Ser Leu Thr He 
1155 H60 H65 

Lys Phe Trp He Leu Glu Asp Phe Val Thr Pro Gin Phe Lys His Leu 
1170 1175 H80 

Val Glu Leu He Ser He Lys Tyr Asn Val Glu Tyr Glu Phe He Ser 
1185 H90 H95 1200 
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Tyr Lys Trp Pro Asn Phe Leu Arg Lys Gin Lys Thr Lys Glu Arg Met 
1205 1210 1215 

lie Trp Gly Tyr Lys lie Leu Phe Leu Asp Val Leu Phe Pro Gin Asp 
1220 1225 1230 

Leu Asn Lys lie lie Phe lie Asp Ala Asp Gin lie Cys Arg Ala Asp 
1235 1240 1245 

Leu Thr Glu Leu Val Asn Met Asp Leu Glu Gly Ala Pro Tyr Gly Phe 
1250 1255 1260 

Thr Pro Met Cys Asp Ser Arg Glu Glu Met Glu Gly Phe Arg Phe Trp 
1265 1270 1275 1280 

Lys Glu Gly Tyr Trp Ser Asp Val Leu Lys Asp Asp Leu Lys Tyr His 
1285 1290 1295 

lie Ser Ala Leu Phe Val Val Asp Leu Gin Lys Phe Arg Ser lie Lys 
1300 1305 1310 

Ala Gly Asp Arg Leu Arg Ala His Tyr Gin Lys Leu Ser Ser Asp Pro 
1315 1320 1325 

Asn Ser Leu Ser Asn Leu Asp Gin Asp Leu Pro Asn Asn Met Gin Arg 
1330 1335 1340 

Leu lie Lys lie Phe Ser Leu Pro Gin Asn Trp Leu Trp Cys Glu Thr 
1345 1350 1355 1360 

Trp Cys Ser Asp Lys Ser Leu Glu Asp Ala Lys Met lie Asp Leu Cys 
1365 1370 1375 

Asn Asn Pro Leu Thr Arg Glu Asn Lys Leu Asp Ala Ala Lys Arg Leu 
1380 1385 1390 

lie Pro Glu Trp lie Glu Tyr Glu Gin Glu lie Glu Pro Leu Val Ser 
1395 1400 1405 

Leu Val Gin Asn Asn Thr Ala Lys Glu Val Val Gin Glu lie Glu lie 
1410 1415 1420 

Asp Thr Asp Gly Glu Gin Glu Glu Gin Lys Gin Glu Ser Asn Asp Asp 
1425 1430 1435 1440 

Asp Phe lie His Asp Glu Leu 
1445 



<210> 3 
<211> 3525 
<212> DNA 

<213> Candida albicans 
<220> 

<221> Misc_feature 
<222> 182, 3408 
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<223> n = a, t, g, or c 

<220> 
<221> CDS 

<222> (338) . . (3103) 
<400> 3 

tatataatat ataatatata aacataacat attaaaaaaa acttcatatt ttcaactgtt 60 

caacccaaca cccccctgtt cctagtctag tccaatttat taagtcatat attgttgatt 120 

aattaaacag tcactagtcc tcagtcctca gtccttagtt cttggttctt aatattaaga 180 

tnttccattt ttttttttta cccaagctat gaaaattatt tttgttgtct aacaactata 24 0 

ataatattta ccagaaattg ctacaaatat aaataaataa ataaataaat ataattaaga 300 

gtatatctcc ccttttgttt tttttttctt cccagcc atg tec gat agt gaa agt 355 

Met Ser Asp Ser Glu Ser 
1 5 

tat tat caa aat tea act act aat caa cct att cct aga tct gat gaa 403 
Tyr Tyr Gin Asn Ser Thr Thr Asn Gin Pro lie Pro Arg Ser Asp Glu 
10 15 20 

gta ttg gat gat cat aga aat caa ate act aat gat tgt gee att agt 451 
Val Leu Asp Asp His Arg Asn Gin lie Thr Asn Asp Cys Ala lie Ser 
25 30 35 



gat agt gaa gat gag ttg gaa tta aaa tea gaa tta gaa tea gaa gtt 
Asp Ser Glu Asp Glu Leu Glu Leu Lys Ser Glu Leu Glu Ser Glu Val 
40 45 50 

gta aaa age gaa aaa caa caa caa cat cat caa gag att aca tea gat 
Val Lys Ser Glu Lys Gin Gin Gin His His Gin Glu lie Thr Ser Asp 
55 60 65 70 

aat get aaa cca ttg act cgt aaa tct ggt tct tea att aag aaa aaa 
Asn Ala Lys Pro Leu Thr Arg Lys Ser Gly Ser Ser lie Lys Lys Lys 
75 80 85 



499 



547 



595 



tct aat ctt acc gat aaa gat aga att acc aac cct atg agt tta tct 643 
Ser Asn Leu Thr Asp Lys Asp Arg lie Thr Asn Pro Met Ser Leu Ser 
90 95 100 

ggt ggt gat gat act att aac age ggt cac aaa aat cgt aat tat aac 691 
Gly Gly Asp Asp Thr lie Asn Ser Gly His Lys Asn Arg Asn Tyr Asn 
105 110 115 

atg agt tea tta cgt aaa gat ttt tat tta aaa gat aat act gac gac 73 9 
Met Ser Ser Leu Arg Lys Asp Phe Tyr Leu Lys Asp Asn Thr Asp Asp 
120 125 130 

aat tct act aat aat cat act cat ctt gca att cca att cca att cca 787 
Asn Ser Thr Asn Asn His Thr His Leu Ala lie Pro lie Pro lie Pro 
135 140 145 150 
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att cca acc cca att att act aat get aat aaa tea aga aga aaa tct 835 
lie Pro Thr Pro lie lie Thr Asn Ala Asn Lys Ser Arg Arg Lys Ser 
155 160 165 

caa ttg gaa aat tta cct cca tta att aaa aag aaa aca att ggt cgt 883 
Gin Leu Glu Asn Leu Pro Pro Leu lie Lys Lys Lys Thr lie Gly Arg 
170 175 180 

aat aat tct aat aat ttt gaa aat gat tta gtt agt ccc atg aca aaa 931 
Asn Asn Ser Asn Asn Phe Glu Asn Asp Leu Val Ser Pro Met Thr Lys 
185 190 195 

atg aaa act aat gat agt gaa gat att act aat act age acc act get 979 
Met Lys Thr Asn Asp Ser Glu Asp lie Thr Asn Thr Ser Thr Thr Ala 
200 205 210 

aat cat atg aaa ctt ggt att ggt get aca acc ctt ggt gtt gga act 1027 
Asn His Met Lys Leu Gly lie Gly Ala Thr Thr Leu Gly Val Gly Thr 
215 220 225 230 

ggt act acc gee act gec act gee act get get get ggt aga aga cca 1075 
Gly Thr Thr Ala Thr Ala Thr Ala Thr Ala Ala Ala Gly Arg Arg Pro 
235 240 245 



tct cgt tea tct att gat agt gaa get gat tct cat gca tea aga tea 
Ser Arg Ser Ser lie Asp Ser Glu Ala Asp Ser His Ala Ser Arg Ser 
250 255 260 



1123 



tct caa gaa act gaa gaa gat gtt tgt ttt cct atg gtt ggt gat cat 1171 
Ser Gin Glu Thr Glu Glu Asp Val Cys Phe Pro Met Val Gly Asp His 
265 270 275 



1219 



1267 



att aga gtt aat gga att gat ttt gat gaa att gat gaa ttt att aga 

lie Arg Val Asn Gly lie Asp Phe Asp Glu lie Asp Glu Phe lie Arg 
280 285 290 

gaa gaa aga gaa gaa get tat tta caa aaa caa atg att get aaa aat 

Glu Glu Arg Glu Glu Ala Tyr Leu Gin Lys Gin Met lie Ala Lys Asn 
295 300 305 310 

att ctg cgt att gat gaa ttt caa aat ctt tec aaa aat aat act act 1315 

lie Leu Arg lie Asp Glu Phe Gin Asn Leu Ser Lys Asn Asn Thr Thr 

315 320 325 

agt ggt gca tct cgt cat cca tat cat cat cac agt aat aat aat aaa 13 63 

Ser Gly Ala Ser Arg His Pro Tyr His His His Ser Asn Asn Asn Lys 
330 335 340 

aaa aat aat ggt ggt gat ggt ggt ggt tct agt atg gca gca tta aaa 1411 

Lys Asn Asn Gly Gly Asp Gly Gly Gly Ser Ser Met Ala Ala Leu Lys 
345 350 355 

tat act cca aaa aat att tta aag aaa aca tta tea aga ttt gaa ttt 1459 
Tyr Thr Pro Lys Asn He Leu Lys Lys Thr Leu Ser Arg Phe Glu Phe 
360 365 370 
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act cat gaa aat tct tea tct tea gaa gaa att tat gaa ttg aag act 1507 
Thr His Glu Asn Ser Ser Ser Ser Glu Glu lie Tyr Glu Leu Lys Thr 
375 380 385 390 

aaa caa caa cca cct tac aaa tat gat gat caa tta tea tta act tea 1555 
Lys Gin Gin Pro Pro Tyr Lys Tyr Asp Asp Gin Leu Ser Leu Thr Ser 
395 400 405 

tct aca tct tct act tct gga tct gga tct ggg cag gtg aaa ttt ggt 1603 
Ser Thr Ser Ser Thr Ser Gly Ser Gly Ser Gly Gin Val Lys Phe Gly 
410 415 420 

gga gca aga att tct gat ggg att aat gga ggt tea tta cct gat aga 1651 
Gly Ala Arg lie Ser Asp Gly lie Asn Gly Gly Ser Leu Pro Asp Arg 
425 430 435 

ttt tea ctt ttc cat tct gaa tea gaa gaa act att cat gee ccc gat 1699 
Phe Ser Leu Phe His Ser Glu Ser Glu Glu Thr lie His Ala Pro Asp 
440 445 450 

att cca tea tta gta tea cca ggt caa tct gtt cga gat tta ttt aga 1747 
lie Pro Ser Leu Val Ser Pro Gly Gin Ser Val Arg Asp Leu Phe Arg 
455 460 465 470 

aat ggt gaa gaa act tgg tgg tta gat tgt act tgt cct act gat teg 1795 
Asn Gly Glu Glu Thr Trp Trp Leu Asp Cys Thr Cys Pro Thr Asp Ser 
475 480 485 

gaa atg aaa atg ttg gee aaa gca ttt ggt att cat cct tta act get 1843 
Glu Met Lys Met Leu Ala Lys Ala Phe Gly lie His Pro Leu Thr Ala 
490 495 500 



gaa gat att cga atg caa gaa act cgt gaa aaa gtt gaa tta ttt aaa 
Glu Asp lie Arg Met Gin Glu Thr Arg Glu Lys Val Glu Leu Phe Lys 
505 510 515 

agt tat tat ttt gtt tgt ttc cat act ttt gaa get gat aaa gaa tct 
Ser Tyr Tyr Phe Val Cys Phe His Thr Phe Glu Ala Asp Lys Glu Ser 
52 0 52 5 53 0 

gaa gat tat tta gaa ccg ata aat gtt tat att gtt gtt ttc cat gat 
Glu Asp Tyr Leu Glu Pro lie Asn Val Tyr lie Val Val Phe His Asp 
535 540 545 550 

ggt ata tta acg ttc cat ttt tea cca att tct cat cca gca aat gtt 
Gly lie Leu Thr Phe His Phe Ser Pro lie Ser His Pro Ala Asn Val 
555 560 565 

aga aga aga gtt cgt caa ttg aga gat tat gtc gat gtt agt get gat 
Arg Arg Arg Val Arg Gin Leu Arg Asp Tyr Val Asp Val Ser Ala Asp 
570 575 580 

tgg tta tgt tat gee tta ate gat gaa att ace gat ggt ttt gee ccc 2131 
Trp Leu Cys Tyr Ala Leu lie Asp Glu lie Thr Asp Gly Phe Ala Pro 
585 590 595 



1891 



1939 



1987 



2035 



2083 
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gtg att cat gga att gaa tat gaa get gat gec att gaa gat gec gtt 2179 

Val lie His Gly lie Glu Tyr Glu Ala Asp Ala lie Glu Asp Ala Val 
600 605 610 

ttc act get aga gat act gat ttt agt agt atg tta caa aga att ggt 2227 

Phe Thr Ala Arg Asp Thr Asp Phe Ser Ser Met Leu Gin Arg lie Gly 

615 620 625 630 

gaa tea aga aga aaa gtc atg act tta atg aga tta tta tea ggt aaa 2275 

Glu Ser Arg Arg Lys Val Met Thr Leu Met Arg Leu Leu Ser Gly Lys 

635 640 645 

get gat gtc att aaa atg ttt get aaa aga tgt caa gaa gaa get aat 2323 

Ala Asp Val lie Lys Met Phe Ala Lys Arg Cys Gin Glu Glu Ala Asn 
650 655 660 

tct tct tct ggt tat tat caa cgt caa tat aac tta caa caa caa caa 2371 

Ser Ser Ser Gly Tyr Tyr Gin Arg Gin Tyr Asn Leu Gin Gin Gin Gin 
665 670 675 

caa cag gec cca cca cca cca cct aat cct att att act tea cca att 2419 

Gin Gin Ala Pro Pro Pro Pro Pro Asn Pro lie lie Thr Ser Pro lie 
680 685 690 

aat tea act ttg aat ctt aat agt tta gga act tea act ggt gga gga 2467 

Asn Ser Thr Leu Asn Leu Asn Ser Leu Gly Thr Ser Thr Gly Gly Gly 

695 700 705 710 

gta gga gta gga gga att aat ttt ggt ccc aat cca act gga aat aat 2515 

Val Gly Val Gly Gly lie Asn Phe Gly Pro Asn Pro Thr Gly Asn Asn 

715 72 0 72 5 

act aat act aat act aat act act ggt tea cct tea cca cct caa caa 2563 

Thr Asn Thr Asn Thr Asn Thr Thr Gly Ser Pro Ser Pro Pro Gin Gin 
730 735 740 

caa caa caa cat ggt ate act aac aaa tct ttc ccc ate ccc gat gca 2611 
Gin Gin Gin His Gly lie Thr Asn Lys Ser Phe Pro lie Pro Asp Ala 
745 750 755 

cgt cca aga get gat att gca tta tat tta ggt gat att caa gat cat 2659 
Arg Pro Arg Ala Asp lie Ala Leu Tyr Leu Gly Asp lie Gin Asp His 
760 765 770 

ata ate acc atg ttt caa aat tta tta gee tat gaa aaa att ttc agt 2707 

lie lie Thr Met Phe Gin Asn Leu Leu Ala Tyr Glu Lys lie Phe Ser 

775 780 785 790 

cgt tea cat tea aat tat tta get caa tta caa gtt gaa tea ttc aat 2755 
Arg Ser His Ser Asn Tyr Leu Ala Gin Leu Gin Val Glu Ser Phe Asn 

795 800 805 



tec aat aat aaa ate acc gaa atg ttt tct aaa att act ttg att ggg 
Ser Asn Asn Lys lie Thr Glu Met Phe Ser Lys lie Thr Leu lie Gly 
810 815 820 



2803 
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aca atg tta gtt cca tta aat tta gtc acg gga ctt ttt ggt atg aat 2851 
Thr Met Leu Val Pro Leu Asn Leu Val Thr Gly Leu Phe Gly Met Asn 
825 830 835 

gta aga gtc cct ggt gaa ggt ggt acc aat tta ggt tgg ttt ttc gga 2899 
Val Arg Val Pro Gly Glu Gly Gly Thr Asn Leu Gly Trp Phe Phe Gly 
840 845 850 

att gtt gga gta tta ata ttt ata att att gga tea ttt ata ttt get 2947 
lie Val Gly Val Leu lie Phe lie lie lie Gly Ser Phe lie Phe Ala 
855 860 865 870 

caa tgg tgg ttg aaa aaa ttg aat aat tea att gaa gga caa aat aat 2 995 
Gin Trp Trp Leu Lys Lys Leu Asn Asn Ser lie Glu Gly Gin Asn Asn 
875 880 885 

ggt aat cga cca att ttt aat cat tea tea aga aga tea att aga agt 3 043 
Gly Asn Arg Pro lie Phe Asn His Ser Ser Arg Arg Ser lie Arg Ser 
890 895 900 

tta ggt tta aaa aaa cat ggt ggt aat aaa tea att att agt ttc ccc 3091 
Leu Gly Leu Lys Lys His Gly Gly Asn Lys Ser lie lie Ser Phe Pro 
905 910 915 

aat aaa tat gaa taagaataat caaagaaatg ccacagagtt tgatggtttg 3143 
Asn Lys Tyr Glu 
920 

tttttttttt ttttattgtc atgatggagt tgtatataca tatacttttt atagaagtaa 3203 
caatagtaaa tgataatagt agtcatcaat catcatattt ataattgtat ataategtat 3263 
actaacttct tcttgattta gggaaagagt tatattattt actataaaca tttattttta 3323 
cgagttgtgt taaattggag agtcaaatta ataggatgta aaagaagttt ttaaagaagg 3383 
aataaagaaa tattataatt cagangttca tacagaaggg gggggaagga gaaggggata 3443 
tatateggea tttgttggta cttttgtttt tgaaataaaa tataagttta tctaaattat 3503 
tatcaattat tatcaatatt gc 3525 



<210> 4 
<211> 922 
<212> PRT 

<213> Candida albicans 
<400> 4 

Met Ser Asp Ser Glu Ser Tyr Tyr Gin Asn Ser Thr Thr Asn Gin Pro 
1 5 10 15 

lie Pro Arg Ser Asp Glu Val Leu Asp Asp His Arg Asn Gin lie Thr 
20 25 30 

Asn Asp Cys Ala lie Ser Asp Ser Glu Asp Glu Leu Glu Leu Lys Ser 
35 40 45 
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Glu Leu Glu Ser Glu Val Val Lys Ser Glu Lys Gin Gin Gin His His 
50 55 60 



Gin Glu lie Thr Ser Asp Asn Ala Lys Pro Leu Thr Arg Lys Ser Gly 
65 70 75 80 

Ser Ser lie Lys Lys Lys Ser Asn Leu Thr Asp Lys Asp Arg lie Thr 
85 90 95 

Asn Pro Met Ser Leu Ser Gly Gly Asp Asp Thr He Asn Ser Gly His 
100 105 110 

Lys Asn Arg Asn Tyr Asn Met Ser Ser Leu Arg Lys Asp Phe Tyr Leu 
115 120 125 

Lys Asp Asn Thr Asp Asp Asn Ser Thr Asn Asn His Thr His Leu Ala 
130 135 140 

He Pro lie Pro lie Pro He Pro Thr Pro He He Thr Asn Ala Asn 
145 150 155 160 

Lys Ser Arg Arg Lys Ser Gin Leu Glu Asn Leu Pro Pro Leu He Lys 
165 170 175 

Lys Lys Thr He Gly Arg Asn Asn Ser Asn Asn Phe Glu Asn Asp Leu 
180 185 190 

Val Ser Pro Met Thr Lys Met Lys Thr Asn Asp Ser Glu Asp He Thr 
195 200 205 

Asn Thr Ser Thr Thr Ala Asn His Met Lys Leu Gly He Gly Ala Thr 
210 215 220 

Thr Leu Gly Val Gly Thr Gly Thr Thr Ala Thr Ala Thr Ala Thr Ala 
225 230 235 240 

Ala Ala Gly Arg Arg Pro Ser Arg Ser Ser He Asp Ser Glu Ala Asp 
245 250 255 

Ser His Ala Ser Arg Ser Ser Gin Glu Thr Glu Glu Asp Val Cys Phe 
260 265 270 

Pro Met Val Gly Asp His He Arg Val Asn Gly He Asp Phe Asp Glu 
275 280 285 

He Asp Glu Phe He Arg Glu Glu Arg Glu Glu Ala Tyr Leu Gin Lys 
290 295 300 

Gin Met He Ala Lys Asn He Leu Arg He Asp Glu Phe Gin Asn Leu 
305 310 315 320 

Ser Lys Asn Asn Thr Thr Ser Gly Ala Ser Arg His Pro Tyr His His 
325 330 335 

His Ser Asn Asn Asn Lys Lys Asn Asn Gly Gly Asp Gly Gly Gly Ser 
340 345 350 
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Ser Met Ala Ala Leu Lys Tyr Thr Pro Lys Asn lie Leu Lys Lys Thr 
355 360 365 



Leu Ser Arg Phe Glu Phe Thr His Glu Asn Ser Ser Ser Ser Glu Glu 
370 375 380 

He Tyr Glu Leu Lys Thr Lys Gin Gin Pro Pro Tyr Lys Tyr Asp Asp 
385 390 395 400 

Gin Leu Ser Leu Thr Ser Ser Thr Ser Ser Thr Ser Gly Ser Gly Ser 
405 410 415 



Gly Gin Val Lys 
420 

Gly Ser Leu Pro 
435 

Thr He His Ala 
450 

Val Arg Asp Leu 
465 

Thr Cys Pro Thr 



Phe Gly Gly Ala 



Asp Arg Phe Ser 
440 

Pro Asp He Pro 
455 

Phe Arg Asn Gly 
470 

Asp Ser Glu Met 
485 



Arg He Ser Asp 
425 

Leu Phe His Ser 



Ser Leu Val Ser 
460 

Glu Glu Thr Trp 
475 

Lys Met Leu Ala 
490 



Gly He Asn Gly 
430 

Glu Ser Glu Glu 
445 

Pro Gly Gin Ser 



Trp Leu Asp Cys 
480 

Lys Ala Phe Gly 
495 



He His Pro Leu 
500 

Lys Val Glu Leu 
515 

Glu Ala Asp Lys 
530 

He Val Val Phe 
545 

Ser His Pro Ala 



Val Asp Val Ser 
580 

Thr Asp Gly Phe 
595 

Ala He Glu Asp 
610 

Met Leu Gin Arg 
625 

Arg Leu Leu Ser 



Thr Ala Glu Asp 



Phe Lys Ser Tyr 
520 

Glu Ser Glu Asp 
535 

His Asp Gly He 
550 

Asn Val Arg Arg 
565 

Ala Asp Trp Leu 



Ala Pro Val He 
600 

Ala Val Phe Thr 
615 

He Gly Glu Ser 
630 

Gly Lys Ala Asp 
645 



He Arg Met Gin 
505 

Tyr Phe Val Cys 



Tyr Leu Glu Pro 
540 

Leu Thr Phe His 
555 

Arg Val Arg Gin 
570 

Cys Tyr Ala Leu 
585 

His Gly He Glu 



Ala Arg Asp Thr 
620 

Arg Arg Lys Val 
635 

Val He Lys Met 
650 



Glu Thr Arg Glu 
510 

Phe His Thr Phe 

525 

He Asn Val Tyr 



Phe Ser Pro He 
560 

Leu Arg Asp Tyr 
575 

He Asp Glu He 
590 

Tyr Glu Ala Asp 
605 

Asp Phe Ser Ser 



Met Thr Leu Met 
640 

Phe Ala Lys Arg 
655 
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Cys Gin Glu Glu Ala Asn Ser Ser Ser Gly Tyr Tyr Gin Arg Gin Tyr 
660 665 670 



Asn Leu Gin Gin Gin Gin Gin Gin Ala Pro Pro Pro Pro Pro Asn Pro 
675 680 685 

lie lie Thr Ser. Pro lie Asn Ser Thr Leu Asn Leu Asn Ser Leu Gly 
690 695 700 

Thr Ser Thr Gly Gly Gly Val Gly Val Gly Gly lie Asn Phe Gly Pro 
705 710 715 720 

Asn Pro Thr Gly Asn Asn Thr Asn Thr Asn Thr Asn Thr Thr Gly Ser 
725 730 735 

Pro Ser Pro Pro Gin Gin Gin Gin Gin His Gly lie Thr Asn Lys Ser 
740 745 750 

Phe Pro lie Pro Asp Ala Arg Pro Arg Ala Asp lie Ala Leu Tyr Leu 
755 760 765 

Gly Asp lie Gin Asp His lie lie Thr Met Phe Gin Asn Leu Leu Ala 
770 775 780 

Tyr Glu Lys lie Phe Ser Arg Ser His Ser Asn Tyr Leu Ala Gin Leu 
785 790 795 800 

Gin Val Glu Ser Phe Asn Ser Asn Asn Lys lie Thr Glu Met Phe Ser 
805 810 815 

Lys lie Thr Leu lie Gly Thr Met Leu Val Pro Leu Asn Leu Val Thr 
820 825 830 

Gly Leu Phe Gly Met Asn Val Arg Val Pro Gly Glu Gly Gly Thr Asn 
835 840 845 

Leu Gly Trp Phe Phe Gly lie Val Gly Val Leu lie Phe lie lie lie 
850 855 860 

Gly Ser Phe lie Phe Ala Gin Trp Trp Leu Lys Lys Leu Asn Asn Ser 
865 870 875 880 

lie Glu Gly Gin Asn Asn Gly Asn Arg Pro He Phe Asn His Ser Ser 
885 890 895 

Arg Arg Ser He Arg Ser Leu Gly Leu Lys Lys His Gly Gly Asn Lys 
900 905 910 

Ser lie He Ser Phe Pro Asn Lys Tyr Glu 



915 



920 



<210> 
<211> 
<212> 
<213> 



5 

5300 
DNA 

Candida albicans 
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<221> Misc_feature 

<222> 16, 33, 131, 554, 5240, 5266, 5293 
<223> n = a, t, g, or c 

<220> 

<221> CDS 

<222> (2007) . . (4538) 

<400> 5 



ttatataaca 


tgattngaat 


aacaatggta 


tanttgaatc 


ccaaagaata 


ttgaatttgt 


60 


atgggattgg 


taacataaga 


tcattattgg 


tgtggtcagg 


gaatgggaca 


agataaaatt 


120 


gaagtgactc 


ntgaacttca 


aaaacaagtt 


gttgagaata 


ttttccaatt 


gataccccat 


180 


ggcaacccag 


aaggaatttc 


tcaagctgaa 


tggttgaaat 


tttatgaaaa 


tggtggcaga 


240 


ttacctgatt 


tgggatatgg 


gccaggtcac 


catttaggat 


ttgaggaaga 


atatgaagaa 


300 


catcattgga 


gaaaatacca 


tgctaatgat 


gatcctgatg 


tcaaaataaa 


acataaagaa 


360 


gatatcgaac 


atgagttgtt 


acatcatcaa 


caagagattg 


aagagactca 


cgatagatcg 


420 


agtcgattga 


aaaaatttgc 


tggtgattac 


tggtcagaga 


tcaatatcga 


caatcttaaa 


480 


ccaaaatata 


gaaaacaaca 


gaaatagtga 


gaggttagta 


aagagaaacc 


ttaaaaacaa 


540 


ccaggaagcc 


aacncttagc 


ttggctatat 


agaagtagaa 


atagaaatca 


agatcaataa 


600 


aaagacgcac 


caacagcgct 


actactacta 


ctacattttg 


aaaacaattt 


gctgggaagt 


660 


tgaatgattt 


gcacatgtga 


gccacatagc 


ttaggtatag 


gttgcttgaa 


ctaaacaccg 


720 


aagttcttgt 


attaaagata 


gaattcctct 


ctctctcaaa 


aagctgtcaa 


attgacacac 


780 


cagtagaagt 


atttttgacg 


ggtatattgg 


caagtcaaat 


tgaatgtgtg 


tcatttcaat 


840 


v— 1 — i— cl aciacici 




t"aaat~aaaca 


aattaatata 


atagttgtca 


tcatcgtcaa 


900 


ataatagcag 


aaaattacat 


tatcctatgg 


attgtaatgt 


gattatgata 


atggttgtaa 


960 


ttgaggtcgt 


agtagtagta 


gtcgtgtgtt 


tcattttatg 


caacattaac 


cacaataaca 


1020 


agaacaatag 


agggggggag 


ggaattgatt 


gtcttactag 


ttttctatta 


caaagaattt 


1080 


cttttgtttt 


agagtaattt 


aaatgtaaaa 


tgtataatgt 


ataatgtaaa 


atgttttgaa 


1140 


attgattttc 


aattaatttt 


tcgtgtaaca 


aaagaagaat 


gaaaaaaaat 


ttcattatgg 


1200 


aatttttggg 


ggatattgaa 


tcgtgttggt 


taaatacttt 


tgtcctattc 


aattcagctt 


1260 


tgagttttac 


tagtttgcca 


cctggtttgc 


cacttagttt 


tgccaccaag 


aagttggact 


1320 


aaagtttata 


tctgtctctt 


atataattta 


ccttatagtc 


aacttcactt 


ccttctttca 


1380 


ttccttgtag 


tctttgttac 


attttttgtt 


ctggttcctg 


ttactaacaa 


caacacaata 


1440 
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tttttttttt ttaattccct cactcaattc aactcacaaa ccctatttct tttcttcttc 1500 



tacttcttgg tgtaacttaa acctttttgc tggcctcttt cttttgctat tttctaaaat 1560 

tcaattttgt tagctcattt taattatttc aattcaattg ttttccattt atttccatct 1620 

ttcgttttcc atttatttta ttttcttctt tttagttagc tctaattcaa cttcttctac 1680 

ttctaacttg aaatctaaca actaaaaaaa gacaaggagt gaaaaaaagt gtgagaattt 1740 

gctaaaaaaa aatagagaca gaaaaagaaa aagttaacga acaccaaaga caggaagaaa 1800 

aaaaaaattc caacaacagg aacaaacatc aacaaacatt aacatcagca acaagcagaa 1860 

gaccaatata cattaaccaa tcacactgaa cttactcata aactacttgc tcatatcttc 1920 

ctcttttttt ttttttgctg catattgaag aaatagaaac caaatagaac cactcattat 1980 

atcttaatat caacaaatcc aaaacc atg gaa cat cca cca gca get etc aga 2033 

Met Glu His Pro Pro Ala Ala Leu Arg 
1 5 

aca ttt tea acc caa tea act tea tct ttg aat tea gta agt act gtt 2081 
Thr Phe Ser Thr Gin Ser Thr Ser Ser Leu Asn Ser Val Ser Thr Val 
10 15 20 25 

teg tct tea aga att gtt tct ctg ggc cca gtc aat ata aac aat ttc 2129 
Ser Ser Ser Arg lie Val Ser Leu Gly Pro Val Asn lie Asn Asn Phe 
30 35 40 

aat aaa cca agt act ccc aaa gac cat tta ttc tat cga tgt gaa tea 2177 
Asn Lys Pro Ser Thr Pro Lys Asp His Leu Phe Tyr Arg Cys Glu Ser 
45 50 55 

eta aaa cga aaa eta caa aaa ate cct ggc atg gaa cca ttt ttg aac 2225 
Leu Lys Arg Lys Leu Gin Lys lie Pro Gly Met Glu Pro Phe Leu Asn 
60 65 70 

caa get ttc aat cag get gaa caa etc agt gaa caa caa gca ttg get 2273 
Gin Ala Phe Asn Gin Ala Glu Gin Leu Ser Glu Gin Gin Ala Leu Ala 
75 80 85 

ttg gca cag gaa aga age aat gga aat gga cat agt aat ggc aaa cgt 2321 
Leu Ala Gin Glu Arg Ser Asn Gly Asn Gly His Ser Asn Gly Lys Arg 
90 95 100 105 

cat caa tea tta gac ggt gec atg aat aga ctt tea gtt ggt tct gat 2369 
His Gin Ser Leu Asp Gly Ala Met Asn Arg Leu Ser Val Gly Ser Asp 
110 115 120 

agt agt teg att caa ggt tea ttg aca cga atg get acc aat gcg tea 2417 
Ser Ser Ser lie Gin Gly Ser Leu Thr Arg Met Ala Thr Asn Ala Ser 
125 130 135 

acg tea tct tta ate agt ggt atg cca aac age aac act tta ttt acg 2465 
Thr Ser Ser Leu lie Ser Gly Met Pro Asn Ser Asn Thr Leu Phe Thr 
140 145 150 
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ttt act gca ggg gtt tta cca get aat att agt gtc gat cct get acc 2513 
Phe Thr Ala Gly Val Leu Pro Ala Asn lie Ser Val Asp Pro Ala Thr 
155 160 165 

cat ctt tgg aaa ttg ttc caa caa ggg gec ccc ttt tgt gtt ctt ate 2561 
His Leu Trp Lys Leu Phe Gin Gin Gly Ala Pro Phe Cys Val Leu lie 
170 175 180 185 

aat cat ate ctt cct gat tec caa ata cca gtt gtc agt tct gat gac 2609 
Asn His lie Leu Pro Asp Ser Gin lie Pro Val Val Ser Ser Asp Asp 
190 195 200 

ttg aga att tgc aaa aaa tea gta tat gac ttt tta att gee gtc aag 2657 
Leu Arg lie Cys Lys Lys Ser Val Tyr Asp Phe Leu lie Ala Val Lys 
205 210 215 

acg caa ttg aat ttt gat gac gag aat atg ttc act ata tec aat gtt 2705 
Thr Gin Leu Asn Phe Asp Asp Glu Asn Met Phe Thr lie Ser Asn Val 
220 225 230 

ttc tec gac aat gee caa gat tta ate aag att att gat gtc att aat 2753 
Phe Ser Asp Asn Ala Gin Asp Leu lie Lys lie lie Asp Val lie Asn 
235 240 245 

aaa eta ctt get gag tac tea gat get agt gac ctg ggt ggt ggc gat 2801 
Lys Leu Leu Ala Glu Tyr Ser Asp Ala Ser Asp Leu Gly Gly Gly Asp 
250 255 260 265 

gaa gat gta aat atg gat gtt caa att acc gat gaa aga tea aaa gtt 2 849 
Glu Asp Val Asn Met Asp Val Gin lie Thr Asp Glu Arg Ser Lys Val 
270 275 280 

ttc cga gaa att ate gaa aca gaa aga aaa tat gtt caa gac ttg gaa 2 8 97 
Phe Arg Glu lie lie Glu Thr Glu Arg Lys Tyr Val Gin Asp Leu Glu 
285 290 295 

eta atg tgt aaa tac cgt caa gat eta att gaa gee gaa aat ttg tct 2945 
Leu Met Cys Lys Tyr Arg Gin Asp Leu lie Glu Ala Glu Asn Leu Ser 
300 305 310 

tea gaa caa att cac ttg tta ttc cca aat tta aat gag att att gat 2993 
Ser Glu Gin lie His Leu Leu Phe Pro Asn Leu Asn Glu lie He Asp 
315 320 325 

ttt caa aga cga ttc etc aat ggg tta gaa tgt aac ate aat gta cct 3041 
Phe Gin Arg Arg Phe Leu Asn Gly Leu Glu Cys Asn He Asn Val Pro 
330 335 340 345 

att aga tat caa aga att gga tea gta ttt att cat get tct ttg ggc 3089 
He Arg Tyr Gin Arg He Gly Ser Val Phe He His Ala Ser Leu Gly 
350 355 360 

cct ttc aat get tat gaa cct tgg act ata gga caa ttg acg gcg att 3137 
Pro Phe Asn Ala Tyr Glu Pro Trp Thr He Gly Gin Leu Thr Ala He 
365 370 375 
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gat ttg ate aac aaa gaa get get aat ttg aaa aaa tea teg agt eta 3185 
Asp Leu lie Asn Lys Glu Ala Ala Asn Leu Lys Lys Ser Ser Ser Leu 
380 385 390 

ctt gat cct ggg ttt gaa ctt caa teg tat ata tta aag ccg ate caa 3233 
Leu Asp Pro Gly Phe Glu Leu Gin Ser Tyr lie Leu Lys Pro lie Gin 
395 400 405 

aga ttg tgt aaa tac cca ctt ttg ttg aaa gag tta ate aaa aca tea 3281 
Arg Leu Cys Lys Tyr Pro Leu Leu Leu Lys Glu Leu lie Lys Thr Ser 
410 415 420 425 

cca gaa tat tea aaa cag gac ccc cat ggc age teg tea ttg aca tea 3329 
Pro Glu Tyr Ser Lys Gin Asp Pro His Gly Ser Ser Ser Leu Thr Ser 
430 435 440 

ttc aat gaa tta ttg gtg get aaa act gca atg aaa gaa ttg gca aat 3377 
Phe Asn Glu Leu Leu Val Ala Lys Thr Ala Met Lys Glu Leu Ala Asn 
445 450 455 

caa gtc aat gag gcg caa aga cga gca gaa aat ate gaa cat ttg gaa 3425 
Gin Val Asn Glu Ala Gin Arg Arg Ala Glu Asn lie Glu His Leu Glu 
460 465 470 

aaa eta aaa gaa aga gta ggt aat tgg cgt ggg ttt aat ttg gat get 3473 
Lys Leu Lys Glu Arg Val Gly Asn Trp Arg Gly Phe Asn Leu Asp Ala 
475 480 485 

caa gga gaa eta tta ttc cac gga caa gtt ggg gtt aaa gat get gaa 3521 
Gin Gly Glu Leu Leu Phe His Gly Gin Val Gly Val Lys Asp Ala Glu 
490 495 500 505 

aat gaa aag gaa tac gtt get tat ctt ttt gaa aaa att gta ttt ttt 3569 
Asn Glu Lys Glu Tyr Val Ala Tyr Leu Phe Glu Lys lie Val Phe Phe 
510 515 520 

ttc aca gaa att gat gat aac aaa aaa tct gat aaa cag gaa aag aag 3617 
Phe Thr Glu lie Asp Asp Asn Lys Lys Ser Asp Lys Gin Glu Lys Lys 
525 530 535 

age aag ttt teg aca aga aag aga tea act tea tea aat ctt agt tea 3665 
Ser Lys Phe Ser Thr Arg Lys Arg Ser Thr Ser Ser Asn Leu Ser Ser 
540 545 550 

teg act act aat ttg ttg gaa tea ata aac aat tec cga aag gat aac 3713 
Ser Thr Thr Asn Leu Leu Glu Ser lie Asn Asn Ser Arg Lys Asp Asn 
555 560 565 

aca ttg cca ttg gaa tta aaa gga aga gtt tat ata teg gag att tat 3761 
Thr Leu Pro Leu Glu Leu Lys Gly Arg Val Tyr lie Ser Glu He Tyr 
570 575 580 585 

aac att tec get cca aac act cct ggc tea acc eta ate ate tea tgg 3 809 
Asn He Ser Ala Pro Asn Thr Pro Gly Ser Thr Leu He lie Ser Trp 
590 595 600 
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tea ggt aga aag gaa age ggc tea ttc act ttg aga tat cgt agt gaa 3857 
Ser Gly Arg Lys Glu Ser Gly Ser Phe Thr Leu Arg Tyr Arg Ser Glu 



605 6io 



615 



gaa gee aga aac caa tgg gaa aag tgt tta cgt gat ttg aag act aat 3905 
Glu Ala Arg Asn Gin Trp Glu Lys Cys Leu Arg Asp Leu Lys Thr Asn 
62 0 62 5 



630 



gaa atg aat aaa caa att cat aag aag tta cgt gat tec gac ctg tea 3953 
Glu Met Asn Lys Gin He His Lys Lys Leu Arg Asp Ser Asp Leu Ser 
635 640 645 



ttt aat act gat gac tct gec ata tat gat tac acg ggt att agt acg 
Phe Asn Thr Asp Asp Ser Ala He Tyr Asp Tyr Thr Gly He Ser Thr 
650 655 660 665 

tea cca gtc aat caa tea act caa caa caa tac tat gat cat egg ggc 
Ser Pro Val Asn Gin Ser Thr Gin Gin Gin Tyr Tyr Asp His Arg Gly 
670 675 680 

tct cac agt tec cgc cat cae tea teg tea tec act ttg agt atg atg 
Ser His Ser Ser Arg His His Ser Ser Ser Ser Thr Leu Ser Met Met 



685 690 



695 



765 770 



775 



aaa att ate tec cag att ate act teg aac ttg gtg get gat gat gtc 
Lys He He Ser Gin He He Thr Ser Asn Leu Val Ala Asp Asp Val 
780 785 



790 



4001 



4049 



4097 



aag aat aat aga gtt aaa tct ggt gat ttg agt aga ata tct tea act 4145 
Lys Asn Asn Arg Val Lys Ser Gly Asp Leu Ser Arg He Ser Ser Thr 
700 705 710 

tea aca aca tta gat tct ttc agt aac aac ttg aat ggg tea cca aat 4193 
Ser Thr Thr Leu Asp Ser Phe Ser Asn Asn Leu Asn Gly Ser Pro Asn 
715 720 725 

ace act aat cca tct ttg acg tct tea gat gee acc aaa aca att cca 4241 
Thr Thr Asn Pro Ser Leu Thr Ser Ser Asp Ala Thr Lys Thr He Pro 
730 735 740 * 745 

aca ttt gac gtt gca att aaa ttg ctt tac aaa teg aca gaa ttg tea 4289 
Thr Phe Asp Val Ala He Lys Leu Leu Tyr Lys Ser Thr Glu Leu Ser 
750 755 760 



gag cca ttg att gtc aat gca caa att gag tat aat gac ctt tta cag 4337 
" 1n " T "~" Ile Val Asn A1 * Gin He Glu Tyr Asn Asp Leu Leu Gin 



4385 



aat att agt cga ttg aga tat aaa gac gac gaa gga gac ttt gtg aat 4433 
Asn Ile Ser Arg Leu Arg Tyr Lys Asp Asp Glu Gly Asp Phe Val Asn 
795 800 805 

ttg aat tea gat gat gat tgg ggg tta gtg ctt gat atg tta acc agt 4481 
Leu Asn Ser Asp Asp Asp Trp Gly Leu Val Leu Asp Met Leu Thr Ser 
810 815 820 825 
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gaa gac ttt tac caa aca tea age aat gaa aaa cga ctg gtg aca gtg 4529 
Glu Asp Phe Tyr Gin Thr Ser Ser Asn Glu Lys Arg Leu Val Thr Val 
830 835 840 

tgg gtt tct tgatttaact acaggaacaa acgctacctt tgtttggtgt 4578 
Trp Val Ser 

gtgtgtgtat gtatgggtgc tttttttttt tatttcttga tggtgtgtga ctttggaaga 4638 
taaacaaatt aagagttaat gttttgctgt gcaaaataag ctgttataga tgggttcaat 4698 
taatcaattt catatagata tataaatgac actttgacga aatatactat ttataaattt 4758 
ccttttttct ttgttttgta agattaatgt tggttcttgt tgatgtgtcg gtacaccaaa 4818 
cgcaataatt aaaatctagt aagacggtaa atgggtagat gagaaaaggt caatagagtt 4878 
tattctaatg tgggtgcaaa ttaaaggcaa cagataaatt tggtaaacat tttctaaaac 4 93 8 
gtattgeege ttccagagtc aaaaaaaaga ataaagctaa tatattagtg ctaataatag 4998 
tagtaataca aaacaaggtt tcaaagtttt cgctcaaaac ateaagecat tgcttatata 5058 
ggatgaacta ttcaattaac aggcaaaaaa aagecatcat ttgaaaagac tctcatatca 5118 
aagaggtaac ttctaatagt aatcacttgt tgtttttgat tattaaatga tttgattcta 5178 
ttggttgaac taaccccaaw tgggtttktt gtttgccggg ttgaraatga atgccataaa 52 3 8 
tnattcaatt tgaaaaaaaa aaaaaatnet aatacaacac acccaaccct ttgentttat 5298 
ca 5300 



<210> 6 
<211> 844 
<212> PRT 

<213> Candida albicans 
<400> 6 

Met Glu His Pro Pro Ala Ala Leu Arg Thr Phe Ser Thr Gin Ser Thr 
15 10 15 

Ser Ser Leu Asn Ser Val Ser Thr Val Ser Ser Ser Arg lie Val Ser 
20 25 30 

Leu Gly Pro Val Asn lie Asn Asn Phe Asn Lys Pro Ser Thr Pro Lys 
35 40 45 

Asp His Leu Phe Tyr Arg Cys Glu Ser Leu Lys Arg Lys Leu Gin Lys 
50 55 60 

He Pro Gly Met Glu Pro Phe Leu Asn Gin Ala Phe Asn Gin Ala Glu 
65 70 75 80 

Gin Leu Ser Glu Gin Gin Ala Leu Ala Leu Ala Gin Glu Arg Ser Asn 
85 90 ~ 95 
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Gly Asn Gly His Ser Asn Gly Lys Arg His Gin Ser Leu Asp Gly Ala 
100 105 110 

Met Asn Arg Leu Ser Val Gly Ser Asp Ser Ser Ser lie Gin Gly Ser 
115 120 125 

Leu Thr Arg Met Ala Thr Asn Ala Ser Thr Ser Ser Leu lie Ser Gly 
130 135 140 

Met Pro Asn Ser Asn Thr Leu Phe Thr Phe Thr Ala Gly Val Leu Pro 
145 150 155 160 

Ala Asn lie Ser Val Asp Pro Ala Thr His Leu Trp Lys Leu Phe Gin 
165 170 175 

Gin Gly Ala Pro Phe Cys Val Leu lie Asn His lie Leu Pro Asp Ser 
180 185 190 

Gin lie Pro Val Val Ser Ser Asp Asp Leu Arg lie Cys Lys Lys Ser 
195 200 205 

Val Tyr Asp Phe Leu lie Ala Val Lys Thr Gin Leu Asn Phe Asp Asp 
210 215 220 

Glu Asn Met Phe Thr lie Ser Asn Val Phe Ser Asp Asn Ala Gin Asp 
225 230 235 240 

Leu lie Lys lie lie Asp Val lie Asn Lys Leu Leu Ala Glu Tyr Ser 
245 250 255 

Asp Ala Ser Asp Leu Gly Gly Gly Asp Glu Asp Val Asn Met Asp Val 
260 265 270 



Gin lie Thr Asp 
275 

Glu Arg Lys Tyr 
290 

Asp Leu lie Glu 
305 

Phe Pro Asn Leu 



Gly Leu Glu Cys 
340 

Ser Val Phe lie 
355 

Trp Thr lie Gly 
370 

Ala Asn Leu Lys 
385 



Glu Arg Ser Lys 
280 

Val Gin Asp Leu 
295 

Ala Glu Asn Leu 
310 

Asn Glu lie lie 
325 

Asn lie Asn Val 



His Ala Ser Leu 
360 

Gin Leu Thr Ala 
375 

Lys Ser Ser Ser 
390 



Val Phe Arg Glu 



Glu Leu Met Cys 
300 

Ser Ser Glu Gin 
315 

Asp Phe Gin Arg 
330 

Pro lie Arg Tyr 
345 

Gly Pro Phe Asn 



lie Asp Leu lie 
380 

Leu Leu Asp Pro 
395 



lie lie Glu Thr 
285 

Lys Tyr Arg Gin 



lie His Leu Leu 
320 

Arg Phe Leu Asn 
335 

Gin Arg lie Gly 
350 

Ala Tyr Glu Pro 
365 

Asn Lys Glu Ala 



Gly Phe Glu Leu 
400 
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Gin Ser Tyr lie Leu Lys 
405 

Leu Leu Lys Glu Leu lie 
420 

Pro His Gly Ser Ser Ser 
435 

Lys Thr Ala Met Lys Glu 
450 

Arg Ala Glu Asn lie Glu 
465 470 

Asn Trp Arg Gly Phe Asn 
485 

Gly Gin Val Gly Val Lys 
500 

Tyr Leu Phe Glu Lys lie 
515 

Lys Lys Ser Asp Lys Gin 
530 

Arg Ser Thr Ser Ser Asn 
545 550 

Ser lie Asn Asn Ser Arg 
565 

Gly Arg Val Tyr lie Ser 
580 

Pro Gly Ser Thr Leu lie 
595 

Ser Phe Thr Leu Arg Tyr 
610 

Lys Cys Leu Arg Asp Leu 
625 630 

Lys Lys Leu Arg Asp Ser 
645 

lie Tyr Asp Tyr Thr Gly 
660 

Gin Gin Gin Tyr Tyr Asp 
675 

Ser Ser Ser Ser Thr Leu 
690 



Pro lie Gin Arg Leu 
410 

Lys Thr Ser Pro Glu 
425 

Leu Thr Ser Phe Asn 
440 

Leu Ala Asn Gin Val 
455 

His Leu Glu Lys Leu 
475 

Leu Asp Ala Gin Gly 
490 

Asp Ala Glu Asn Glu 
505 

Val Phe Phe Phe Thr 
520 

Glu Lys Lys Ser Lys 
535 

Leu Ser Ser Ser Thr 
555 

Lys Asp Asn Thr Leu 
570 

Glu lie Tyr Asn lie 
585 

lie Ser Trp Ser Gly 
600 

Arg Ser Glu Glu Ala 
615 

Lys Thr Asn Glu Met 
635 

Asp Leu Ser Phe Asn 
650 

lie Ser Thr Ser Pro 
665 

His Arg Gly Ser His 
680 

Ser Met Met Lys Asn 
695 



Cys Lys Tyr Pro Leu 
415 

Tyr Ser Lys Gin Asp 
430 

Glu Leu Leu Val Ala 
445 

Asn Glu Ala Gin Arg 
460 

Lys Glu Arg Val Gly 
480 

Glu Leu Leu Phe His 
495 

Lys Glu Tyr Val Ala 
510 

Glu lie Asp Asp Asn 
525 

Phe Ser Thr Arg Lys 
540 

Thr Asn Leu Leu Glu 
560 

Pro Leu Glu Leu Lys 
575 

Ser Ala Pro Asn Thr 
590 

Arg Lys Glu Ser Gly 
605 

Arg Asn Gin Trp Glu 
620 

Asn Lys Gin lie His 
640 

Thr Asp Asp Ser Ala 
655 

Val Asn Gin Ser Thr 
670 

Ser Ser Arg His His 
685 

Asn Arg Val Lys Ser 
700 
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Gly Asp Leu Ser 
705 

Ser Asn Asn Leu 



Ser Ser Asp Ala 
740 

Leu Leu Tyr Lys 
755 

Gin lie Glu Tyr 
770 

Thr Ser Asn Leu 
785 

Lys Asp Asp Glu 



Gly Leu Val Leu 
820 

Ser Asn Glu Lys 
835 



Arg lie Ser Ser 
710 

Asn Gly Ser Pro 
725 

Thr Lys Thr lie 



Ser Thr Glu Leu 
760 

Asn Asp Leu Leu 
775 

Val Ala Asp Asp 
790 

Gly Asp Phe Val 
805 

Asp Met Leu Thr 



Arg Leu Val Thr 
840 



Thr Ser Thr Thr 
715 

Asn Thr Thr Asn 
730 

Pro Thr Phe Asp 
745 

Ser Glu Pro Leu 



Gin Lys lie lie 
780 

Val Asn lie Ser 
795 

Asn Leu Asn Ser 
810 

Ser Glu Asp Phe 
825 

Val Trp Val Ser 



Leu Asp Ser Phe 
720 

Pro Ser Leu Thr 
735 

Val Ala lie Lys 
750 

lie Val Asn Ala 
765 

Ser Gin He He 



Arg Leu Arg Tyr 
800 

Asp Asp Asp Trp 
815 

Tyr Gin Thr Ser 
830 
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